From: 

Sent: 

To: 


Nassif, Julianne (DPH) 

Monday, June 21,2010 11:21 AM 

Salemi, Charles (DPH); Hanchett, James (DPH); Capps, Elizabeth (DPH); Cheng, Gloria (DPH); Gillis, John (DPH); Jenner, Jennifer (DPH); KaneOl, Peter (DPH); Noddin, Linwood (DPH); Servizio, Paul (DPH); 
Clemmer, Jill (DPH); Gu, Jane X. (DPH); Hannon, Bruce (DPH) 

Subject: FW: Webinar on June 22nd at 11am discussing the newly launched 5600 TripleTOF platform by AB Sciex 


Fyi - 


From: Krishnan, Srinivasan (ABSCIEX) [maNfojSmjvaaM^ 

Sent: Monday, June 21,2010 1:21 AM 

Subject: Webinar on June 22nd at 11am discussing the newly launched 5600 TripleTOF platform by AB Sciex 
Dear Customer, 

As you are aware AB Sciex launched the first Qual/Quant mass spectrometry product in the high resolution segment during this past ASMS at Salt Lake City. We recognize that many of you were not in a position to attend the 
conference. Hence as a follow up to this product introduction LCGC is hosting a live webinar on June 22nd discussing this breakthrough technology and its application in metabolite identification, quantitation and proteomics fields. Please 
ensure that you take this opportunity to learn about AB Sciex's product introduction. Please see below for directions to register for this event. 



Presented by. 


Drug Metabolism, Protein Research and General Unknown Screening 

V LIVE WEBCAST 


The Advantages of Increased Speed and Sensitivity for Quantitative & Qualitative 
Accurate Mass LC/MS/MS Workflows in Drug Metabolism, Protein Research and 
General Unknown Screening 


LIVE WEBCAST: Tuesday, June 22, 2010 11:00 AM EST 


Register Free at www.chromatographyonline.com/workflows 


Event Overview: 

This event will provide attendees with an overview of recent advances in combined speed, 
sensitivity and resolution for accurate mass LC/MS/MS analysis and the impact on quantitative 
and qualitative workflows in Drug Metabolism, Protein Research and General Unknown Screening. 
Examples will be provided on novel enhanced accurate mass workflows for comprehensive 
exploration, rapid profiling and high resolution quantification of low abundance analytes in complex 
samples. 

KEY LEARNING OBJECTIVES 

* To provide an overview of the latest advancements in Quantitative & Qualitative accurate mass 
technology 

* To demonstrate novel accurate mass LC/MS/MS workflows for Drug Metabolism, Protein 
Research, and General Unknown Screening 


WHO SHOULD ATTEND 

Current LC/MS users looking to solve today's most challenging analytical problems in Drug 
Metabolism, Protein Research, and General Unknown Screening in Food, Environmental and 
Toxicology samples. 

SPEAKERS 

Dr. Yves Leblanc 

Sr. Research Scientist - Applied Research 
AB SCIEX 

Dr. Christie L Hunter 
Director - Pharma Proteomic Applications 
AB SCIEX 


REGISTER HE R E 


MODERATOR 

David Walsh 

Editor-in-Chief 

Spectroscopy 


For more information contact Jamie Carpenter - 440.891.2725 


You can obtain a brief overview of this technology at the below listed website. 
http://www.absciex.com/nfik/get/AB SCIEX 5600 

Please let me know if you have any questions or if you are having trouble registering for the webinar. 
Best Regards, 

Cheni 

508 816 6170 
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